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Logging On: Production vs. TEST database

To access the system, click the Specimen Tracking link from the CRA Workbench, or go to this address in your Internet
Explorer web browser: https://SpecTrack.crab.org/

1. The landing page will appear as below. To logon to the Production database: Click on the green “Sign in with
ID.me” button and enter the ID.me credentials that you use to access NCI/CTSU Core IT systems.

& > C @ © nhttps//spectrack.crab.org/Logon.aspx SRR+ R IRO) 3 ﬁ
oo QSPECTRACK
SPECIMEN TRACKING SYSTEM
You are currently using the Production System. If you would like to logon on to the Test system, click on IhiTesl Specimen Tracking lnk.
Site Users Lab Users
Al site users (both SWOG members and Non-SWOG Members) must log on to the SWOG Specimen Tracking using your CTEP IAM Al lab/repositary users log on to the SWOG Specimen Tracking using your SWOG Roster ID
username and password. Number and password.
T EE——
ID.me NIH SWOG Roster ID Number: D Password:
1 forgot my SWOG password
Reset my SWOG password
" : " Logon
— sign in with |D.me [ Log

Not onboarded to ID.me? click here

Can't remember the ID.me account linked to your CTEP profile?
click here

ID.me Help Center | Manage ID.me Email | Manage ID.me Password | Contact CTEP Registration Help
Warning Notice:

For public facing web pages to which the public has privileged access, £.0., dinical trial or adverse effects systems where
users/patients are logging in to enter PIL/PHI: Read More..,

NIH Web Policies and Notices

2. If you are using the system for practice, be sure to click on the “Test Specimen Tracking” link (shown in the red box
in the snapshot above). This will redirect you to the logon page for the test system. You may logon using the same
ID.me username and password that you use to access NCI/CTSU Core IT Systems.

3. If you are associated with more than one institution, you will be asked to identify the institution for which you are

using the system. If you are only associated with a single institution, you will skip this step. (This is true for both
the Production and Test databases)
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Identifying the TEST vs. Production Database

The TEST database is available t

o all site staff for the purpose of training and practicing logging specimens for submission.

If you are logged into the TEST database, you will see a large red box with “Test” at the top of each screen (as shown in the

snapshot below).

X SWOG

| Researcw Instructions QSPECTRACK
NETWORK SPECIMEN TRACKING SYSTEM

Chooser
Log a Specimen
Specimen Manager

Specimen Requirements
Summary

View/Update Consent Answers

iy th 5 c ¢
Submitted

Reports
Administration

Contact Us

Version 3.0

This is the test Web site
All pages with headers in red act against the test database and should be used for practice only.

1 : ki hei

to the Tr

You are logged in as a user for OH007 - Ohio State University Comprehensive Cancer Center

Important Announcements:

1/27/2025

Nationwide Biorepository and Labels

The Biospecimen Submission page on swog.org has been updated! You can find updated information on (1) Specimen Labelling (2) Specmen Collection and
Processing Instructions, (3) Tracking and D d (4) and

The primary reason for specimen labelling problems is initials provided in the wrong format. On the labels, please use the following format: L, FM (the comma is
critical since the Bank is CAP accredited and must follow CAP/CLIA guidelines for their accreditation) If you are not able to use a comma, FML is also acceptable.

New Report!

On the left-hand column is a new report - “Specimen Requirements Summary”. This report provides details on the for a study
speamen type and details induding quantity, required label, shipping temperature and the laboratory/biobank. The report is downloadable to Excel so that you
can sort as best works for your site.

This report compliments the information in Section 15 of the protocol. You can even download one for each particpant and use it as an internal tracking tool.

Whereas when logged into the

Production database, the red box is not present (snapshot below).

M ¥ Specimen Tracking: Home x  + - & ®
< C @ @O nhtips//spectrack crab.org/InstHome.aspx ATy 3 =0
a
CANCER
2 SWOG i QSPECTRACK
\ NETWORK SPECIMEN TRACKING SYSTEM
Chooser Welcome to the Specimen ‘hicking Website
Log a Specimen You are logged in as a user for PCRC - Pacific Cancer Research Consortium NCORP
Specimen Manager Important Announcements:
Specimen Requirements
Summary 1/27/2025
Nationwide Biorepository and Labels
View/Update Consent Answers The Biospecimen Submission page on swag.org has been updated! You can find updated information on (1) Specimen Labelling (2) Specimen Collection and Processing Instructions, (3)
Specimen Tracking and Documentation Requirements, and (4) Specimen Packaging and Submission Guidelines.
Notify that Specimen Cannot be | 10 primary reason for specimen labelling problems is initials provided in the wrong format. On the labels, please use the following format: L, FM (the comma is critical since the Bank is
Submitted CAP accredited and must follow CAP/CLIA guidelines for their accreditation) If you are not able to use a comma, FML is also acceptable.
Reparts
1/27/2025
Administration Dew Report!
On the left-hand column is a new report - “Specimen Requirements Summary”. This report provides details on the specimen for a study including timepoints, specimen type and details
including quantity, required label, shipping temperature and the laboratory/biobank. The report is downloadable to Excel so that you can sort as best works for your site,
This report compliments the information in Section 15 of the protocol. You can even download one for each participant and use it as an internal tracking tool.
Version 3.0 1/27/2025
Specimen Labels
1. Basic Labels: Use for fresh or frozen blood or bone marrow products (e.g., whole bloed, plasma, serum, buffy coat, and fresh or frozen urine).
2. Tissue Labels: Use for tissue specimens (FFPE or snap-frozen), includi arld unstamed slides as well as blocks, scrolls, or other sections.
3. Ti Use for tissue specimens that require thickness inform:
. Time-based Labels: Use for fresh or frozen blood products where multiple samples are cullecled during the course of a day and the lab requires collection time to differentiate
the samples for processing.
I ity (for Bone Marrow Biopsies): Use for bone marrow biopsy o bone marrow aspirate specimens that include requirement for indication of
" laterality per protocol.
Tips and Tricks:
Specimen Tracking Training v
For a video training use this link: Training module with demo
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Selecting SWOG, NCI Cancer Screening Research Network, or myeloMATCH

The Specimen Tracking System uses different links depending on the network. SWOG users will click the top link indicated in
the green box below. If you are associated with more than one network, you will need to return to this page to switch the

network you are working within.

Chooser

SPECTRACK

SPECIMEN TRACKING SYSTEM

the correct page.

You are currently using the Production System. If you would like to logon on to the Test system, click on the Test specimen Tracking link.

The Specimen Tracking System has different links to use depending on the study you need to log/ship/track
specimens for. Before you proceed, please read the summary for each link below to ensure you are accessing

All SWOG and SWOG CTP studies
will utilize this link, except
myeloMATCH.

CANCER
RESEARCH
NETWORK

X SWOG

Click here to manage specimens for SWOG

. ™

If the specimens are for

participants enrolled to the Cancer The Yaf‘g"a'ds‘[“d\’ ((
Screening Research Network
(CSRN), use this link. ) )
Click here to manage specimens for CSRN

N
/

If the specimens are f_or myEIOMMEn!;!

myeloMATCH, use this link. Precision Medicine in Myeloid Cancer
Click here to manage specimens for myeloMATCH

o J

*Note: The current network is indicated by the header logo throughout the subsequent pages (examples shown below).

A SWOG i i QSPECTRACK
|
Or
myeloMIﬂ CH wamams QSPECTRACK
Precision Medicine in Myeloid Cancer SPECIMEN TRACKING SYSTEM
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Home Page

The Home page includes general announcements, and links to instructions and demos. From the Home page, you will see a
navigation bar on the left-hand side. All of your work within the Specimen Tracking System will be done from one or
more of the navigation bar links shown in the red box below.

M § Specimen Tracking: Home x B — a X
& O ® @J’ https://spectrack.crab.org/InstHome.aspx A T 3 O T'
a
CANCER
X SWOG e wansior: QSPECTRACK
\ NETWORK SPECIMEN TRACKING SYSTEM

Chooser

Log a Specimen

Specimen Manager

Specimen Requirements
Summary,

Submitted

Reports

Administration

Contact Us

View/Update Consent Answers

Notify that Specimen Cannot be

Version 3.0

Welcome to the Specimen Tracking Website
You are logged in as a user for PCRC - Pacific Cancer Research Consortium NCORP

Important Announcements:

1/27/2025

Nationwide Biorepository and Labels

The Biospecimen Submission page on swog.org has been updated! You can find updated information on (1) Specimen Labelling (2) Specimen Collection and Processing Instructions, (3)
Specimen Tracking and Documentation Requirements, and (4) Specimen Packaging and Submission Guidelines.

The primary reason for specimen labelling problems is initials provided in the wrong format. On the labels, please use the following format: L, FM (the comma is critical since the Bank is
CAP accredited and must follow CAP/CLIA guidelines for their accreditation) If you are not able to use a comma, FML is also acceptable.

1/27/2025

New Report!

On the left-hand column is a new report — "Specimen Requirements Summary”. This report provides details on the specimen for a study including timepoints, specimen type and details
including quantity, required label, shipping temperature and the laboratory/biobank. The report is downloadable to Excel so that you can sort as best works for your site

This report compliments the information in Section 15 of the protocol. You can even download one for each participant and use it as an internal tracking tool.

1/27/2025

Specimen Labels

ic Labels: Use for fresh or frozen blood or bone marrow products (e.g., whole blood, plasma, serum, buffy coat, and fresh or frozen urine).
Use for tissue specimens (FFPE or snap-frozen), including stained and unstained slides as well as blocks, scrolls, or other sections.
ue with Microns Labels: Use for tissue specimens that require thickness information.
e-based Labels: Use for fresh or frozen blood products where multiple samples are collected during the course of a day and the lab requires collection time to differentiate
e samples for processing.
5. Basic Label Template with 1 aterality (for Bone Marrow Biopsies): Use for bone marrow biopsy or bone marrow aspirate specimens that include requirement for indication of
laterality per protocol.

Tips and Tricks:

Specimen Tracking Training
For a video training use this link: Training module with demo

The navigation links that you will use most often are Log a Specimen, Specimen Manager, and Administration.
e Use the Log a Specimen link to record what specimens have been collected.
e Use the Specimen Manager link to see what specimens have been logged by your Site/Institution, the shipment
status of those specimens, and to ship specimens to labs.
e  Use the Administration link to perform all administrative tasks related to specimen submission including setting up
and/or editing local contact information at your institution/site, or to arrange for automatic e-mail notifications
when labs receive your shipments.

These other links can be useful under certain circumstances:

e Use the Chooser link to change the institution for which you are logged in.

e Use the Specimen Requirement Summary to view the specimen requirements for the study.

e Use the View/Update Consent Answers link to view a patient’s answers to specimen consent questions or to
indicate that a patient has changed their mind on one or more of the specimen consent questions.

e Use the Notify that Specimen Cannot be Submitted link to explain why a required specimen cannot be submitted.

e Use the Administration link to add or modify contact information, or set up auto-email notification.

e Use the Contact Us link to send us feedback or ask any questions.

e Use the Reports link to display assay results for protocols with real-time decisions (such as eligibility, stratification,
or treatment) based on submitted specimens.
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Log a Specimen

You must first log specimens in the system before you can ship them. When you click on Log a Specimen you will be taken
to the first of three steps to logging a specimen.

Step 1of3

The log a specimen process takes the user through 3 consecutive screens. On the first screen: Enter the SWOG Patient
Number, Initials (L,FM) and SWOG Study Number. Please enter the therapeutic study number here (not a biologic ancillary
study). Note: For specimens being shipped to the SWOG Biospecimen Bank: Differences participant initials format (order,
comma, or extra spaces) between the information entered into STS and the information contained on the specimen label
will result in a query.

If entering specimens for a study where specimens must be submitted prior to registration and the patient does not yet
have a SWOG Patient ID number, click on the No Patient ID yet? link to fill out some patient information and receive a
SWOG Patient Number. This does NOT mean that the patient is registered to the study. When the patient is registered to
the study, be sure to register the person as a “Previous Patient” and use the patient number that was assigned.

STEP 1 of 3: Specify the patient from whom the spedmen was collected.

1 - ¥
SWOG Patient ID: * [[ ] N, potient ID vet?
Patient Initials {(L,FM): * |:|
Therapeutic protocol

MNote: Required fields are indicated by the * character.

| Next Step | Home |

Step 2 of 3

A list of expected specimens for the study entered at Step 1 will display. Click the hyperlink of the specimen that you are
logging. If you can’t find the specimen you’re looking for in the list, please contact the Data Coordinator for the study at the
SWOG Statistical Center.

Step 2 of 3: Choose the spedmen that you are logging from the list below.

Study Number: 51201

Registration Step | Submission Timepoint Specimen or Material Type Lab

1 Baseling, Same day asreg Tissue from primary site Blocks =3mm= (=5 mm?> optimal) 175 - Response Genetics, Inc.

1 Baseling, Same day asreg Tissue from primary site Unstained Slides 175 - Response Genetics, Inc.

1 Baseling, Same day asreg Tissue from primary site Stained Slides H&E Staining 175 - Response Genetics, Inc.

1 Baseline, Prior to starting treatment Tissue from primary site Blocks If available after submission for ERCC1/HERZ test | 201 - SWOG Specimen Repository
1 Baseline, Prior to starting treatment Tissue from primary site Unstained Slides If available after submission for ERCC1/HERZ test| 201 - SWOG Specimen Repository
1 Other, Before 1st dose of chemotherapy | Blood ‘Whole Blood Purple-top tube 201 - SWOG Specimen Repository

Previous Step Home

Step3of3

The final step of logging a specimen collects the specimen details. The contacts offered in the drop-down boxes are specific
to your institution/site and are set up by you (on the Administration page). This is optional but helps the receiving lab know
who to contact if there is a question about the specimen. If no contacts are listed and the lab has a question, the lab will
contact the person who logged the specimen.
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If there are additional questions related to the specimen type, these will appear on this screen, as in the example below. If
this specimen will be used for a real-time protocol decision, you may list email addresses to be notified when the results are
available. By default, the following investigator, and the person logging the specimen will be included.

STEP 3 of 3: Enter Spedmen details.

Type: Tissuefrom primary site

Date Collected: * | |f| ‘a"| ‘

Time Collected: | |; | | | v|

Institutional Specimen ID number

(e.g. local lab’s pathology specimen number, l:l

surgical pathology number or accession number):

Follow-up Investigator: Mohamedtaki A. Tejani MD
Pathology Contact: | v|
Billing /Payment Contact: | v| E
Shipping Contact: | v| New'

Specimen-Specific Questions: * 1, Primary contact email address (for communicating
freatment assignment - see protocol Section 15.1€)

2. Backup contact email address (for communicating | |

treatment assignment - see protocol Section 15.1g)
3. Whatis the patient's HER 2 status?

4. Isthis specimen from the original diagnostic biopsy, or
from a biopsy of a recurrence?

The assay results from this specimen are

necessary for an Eligibility and Stratification

decision. When the receiving Iab has entered

assay results about this specimen, the following Moham edtaki A. Tejani MD (mohamed teiani@urmc. rochester.edu)
people will be notified: Angela L. Smith (angelas@cr:

Please enter any additional email addresses for
notification:

Quantity * Specimen Subtype

l:l Blocks

Previous Step || Cancel |

Click the Log Specimen button when you have entered all of your information. You will then see a message like this letting
you know that your specimen(s) was successfully logged. The system will automatically assign a specimen number to it and
show the status as Not Shipped.

‘ Specimen 2221062 successfully logged on 2/24/2011 9:21:41 AM (Pacific time) by Angela Smith
Status: Not Shipped -- once all the specimens for your shipment are logged, please go to the Specimen Manager page to
ship the shipment (required). I

You can access this page through the Specimen Number link on the Specimen Manager page. Certain attributes may be
edited at any time. Specimens may only be deleted if they have not been shipped (a ship date is entered). Refer to the
Specimen Manager page to ship specimens, either from the button on this Specimen Page, or from the Home Page
navigation bar.

If you have more specimens to log for this patient, you may use the Log Another Specimen for this Person button to return
to Step 2 and choose another specimen.
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Specimen Manager

The Specimen Manager page shows basic information about each specimen. Use the filters at the top of the screen to only
show certain types of specimens by filling in the desired parameters and clicking the Apply button. To view and update
information about a specimen, click the Specimen Number hyperlink.

To delete an unshipped specimen, click the Delete button. A message will come up confirming that you wish to delete the
selected specimen.

To ship a specimen, check the box under “Select specimen to ship” for the specimen(s) that you wish to ship. When you
have finished selecting specimens, click the Create a Shipment button.

Specimens for 3007 - Puget Sound Oncology Consortium

Show:

Receiving Lab #:
[[] shipped (not received) l:g_| Apply
: N Select P P .

Click to delete " Specimen : . . Collection P Shipment Shig Received .
Patient y il P Receiving Lab Status Condition
specimen Patient | Stud Number Specimen Timepoint Date Receiving Lab Zﬁ;ﬂmenm Status Number Date | Date Condition

Tissue from primary site - 201 - SWOG Not
Delete 212483 |S0410 2157986 Blocks - Paraffin block Baseline 04/05/2004 Specimen shipped

Repository

Create a Shipment |¥J Home
g

Shipping a Specimen
There are three steps to shipping a specimen, all within the same page.

Step 1 verifies the shipment contents. Clicking the Add or modify shipment contents link will take you back to the
Specimen Manager page, filtered for any unshipped specimens destined for the same lab. Select the specimens to ship
(including any already in the shipment that you want to keep) and click the Update Shipment button.

Step 2 verifies the lab name and address. If more than one lab can receive the shipment, select the desired lab from the
drop-down list, and its address information will be displayed. If more than one address displays, choose the correct one. If
you have any special instructions for the lab (e.g. return unused specimens), enter them in the Instructions field.

Step 3 collects the date that the shipment has been or will be shipped. A date a few days into the future is allowed.

Clicking the Ship this Shipment and Generate Packing List will generate a Packing List for the shipment which is REQUIRED
to be included in the shipment. Please also make a copy of the Packing List for your own records.
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Step 1: Verify Shipment Contents

Shipment 257528 Contents:

Patient Study | Specimen Number Specimen Quantity  Timepoint/Contact Collection Date
185914 | 50221 | 2007184 Tissue from primary site - Blocks 1 2/23/2004

Add or modify shipment contents
Step 2: Verify Lab and Address

Ship To: [201 - SWOG Specimen Repository v

Address: Standard
Saolid Tissue,Myeloma & Lymphoma Div
Nationwide Children's Hospital
700 Children's Dr, WA1340
Columbus, OH 43205

Shipment Tracking Number:

(e.g. Federal Express tracking number)

Name of Shipper: Angela Smith

Shipper Phone Number: d b | |, ‘ | Ext.|

Instructions:

Step 3: Enter the Shipment Date

Once you ship, you may not modify or delete the shipment or any of its contents. It is REQUIRED to put a copy of the Packing List in the shipment

Shipment Date:| |f‘ |f‘ |

Generate Shipment Label (optional)

Ship this Shipment and Generate Packing List ;n:(:ance! | \ Delete Shipment

For sites that do not ship their own specimens, but rather hand off instructions to their local pathology or phlebotomy
department, the Packing List can be used to communicate these instructions. Instruct the department that will actually ship
the specimens to send/fax a copy of the Packing List back to you when they have shipped the specimen, so that you can
enter the shipment date and make any alterations to the specimens actually shipped.

You may use the Email Notification tool on the Administration page to set up email addresses to receive notification when

shipments are received, if you wish. Shipment receipt dates and specimen conditions will also appear in the Specimen
Manager page.
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Specimen Requirements Summary

The Specimen Requirement Summary provides a study-specific summary of the specimen requirements for the study. The
table provides information regarding timepoint, specimen types, containers, and shipping temperatures specified for the
SWOG study requested.

There are two steps to using this feature:
Step 1: Specify the Study
This page collects a valid SWOG StudyID. Enter the SWOG Study ID for which you’d like a specimen summary and click Go.

<X SWOG

RESEARCH a y wanaon: YSPECTRACK

NETWORK SPECIMEN TRACKING SYSTEM

Specimen Requi t Yy
This report summarizes specimen requirements for a specified study. Only required specimens and their preferred materials are listed. Alternate materials and further details can be found in the
protocol.
Please enter a SWOG StudyID: S2213 \ Go
| Home |

83887
© 19982025 CRAB - All rights reserved.

11/03/2025 14:30:05 Pacific Time (US & Canada) PROD

Step 2: Specimen Requirement Table

This page displays the specimen requirements for the requested study. The table can be sorted by Timepoint, Specimen
Type, and Lab/Biobank columns using the corresponding button on the header row of the table. You may also export the
table to an Excel spreadsheet by clicking on the Export to Excel button on the top-right side of the table.

CANCER
\ RESEARCH Specimen Requirements Summary Instructions vsp ECTRAC K
’\ NETWORK SPECIMEN TRACKING SYSTEM
Speci Requi ts Summary
This report summarizes specimen requirements for a specified study. Only required specimens and their preferred materials are listed. Alternate materials and further details can be found in the
protocol.
Please enter a SWOG StudyID: Go
SWOG Study ID: S1826 Export to Excel
"e'l;;““’" Timepoint & Specimen Type Specimen Details Quantity  Specimen Label Lab/Biobank f'f.:,':,’""
1 Baseline / Pre-registration Blocks Diagnostic tumor tissue, FFPE | 1 Tissue SWOG Biospecimen Bank Ambient
1 | Baseline / Pre-registration hology report Diag i hology report | 1 NA | SWOG Biospecimen Bank NA
1 Baseline / Pre-registration Stained Slides Banklng,. HBE slide. REQ If a 1 Tissue with microns SWOG Biospecimen Bank Ambient
BLK is not submitted
4 A . Diagnostic tumor tissue, 4-5 . g : 3 2
1 ‘ Baseline / Pre-registration Stained Slides micron H&E slide 1 Tissue with microns SWOG Biospecimen Bank Ambient
5 : 7 Banking, 4-5 micron i R
1 Baseline / Pre-registration Unstained Slides positively-charged slides 15 Tissue with microns SWOG Biospecimen Bank Ambient
1 Relapse/progression | Blocks | Banking, tumor tissue, FFPE | 1 | Tissue | SWOG Biospecimen Bank | Ambient
1 Relapse/progression Pathology report Pathology report 1 NA SWOG Biospecimen Bank NA
1 Relapse/progression Stained Slides  Banking, 4-5 micron H&E slide 1 Tissue with microns SWOG Blospecimen Bank Ambilent
Banking, 4-5 micron " R
1 Relapse/progression Unstained Slides positively-charged slides 15 Tissue with microns SWOG Biospecimen Bank Ambient
Baseline / Peripheral bg:;l,vae—healmenl Cycle 1, Whole Blood 2 x 10ml ml(’u’t’)ﬁi DNA Streck 2 Basic SWOG Biospecimen Bank Ambient
1 Peripheral blood, Cycle 3, Day 1 Whole Blood 2x 10ml celllJree DNA Streck 2 Basic SWOG Biospecimen Bank Ambient
1 Peripheral blood, Cycle 6, Day 15 Whole Blood 2x10ml cel:J;i DNA Streck 2 Basic SWOG Biospecimen Bank Ambient
1 Relapse/progression / Peripheral blood, Whole Blood 2 x 10ml cell-free DNA Streck 2 Basic SWOG Biospecimen Bank Ambient
Progression tubes
Home
07
© 1998-2025 CRAB - All ights reserved.
11/03/3023 14120146 Pacific Time (US & Canads) PROD
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Notify that Specimen Cannot be Submitted

If a specimen could not be collected for any reason at any protocol-specified timepoint, this must be entered into the
Specimen Tracking System

To notify the lab that a specimen cannot be submitted, click on the Notify that Specimen Cannot be Submitted link on the
Home page. A list of any prior notifications for your Institution/Site will display. Click the Notify that specimen cannot be
submitted link to add a new notification.

Follow the three steps to 1. Identify the patient, 2. Choose the specimen, and 3. State the reason. The lab will be notified of
this reason and any expectations tied to this specimen will be resolved.

NOTE:
e If a patient was enrolled to a separate SWOG protocol previously, the entire paraffin block was submitted, and the
block was not subsequently returned, a second block is not required for the subsequent protocol registration.
e However, the reason for omitting the pretreatment block submission must be entered via the Notify that
Specimen Cannot be Submitted link, and the reason must include the previous protocol number for which the
block was submitted.

Reports

The Reports page has a single report on it so far: The Assay Results report. This report will display assay results for
protocols with real-time decisions (such as eligibility, stratification, or treatment) based on submitted specimens. Protocols
with this kind of design are expected to be few.

When a lab has performed an assay on a specimen, and entered the result, the persons listed in Step 3 of Log a Specimen
(see above) for that specimen will be notified by email that the results are available in Specimen Tracking.
For security, the results will not be included in the email, you must come to this report in Specimen Tracking.

The report will list all results for patients followed by your institution. The filter tools will help you find the results you’re
looking for, based on the SWOG Patient ID, Study ID, and the date the results were posted. By default, only the results

entered in the last week will appear.

Assay Results

Filter:
SWOG Patient ID:
SWOG Study ID: Apply
Result Date O Before @ after |02/17/2011 (mm/dd/yyyy)
Results
SWOG |SWOG Specimen Report
Patient | Study |Reg. | Submission Specimen or Material Type |Collection Result {current and
1D D Step | Timepoint {s) Date Lab Result Date history)
Whole B for 197 - Dr. Da Circulating T cell count = 20000. Printer-
153641 50222 |1 Prestudy/registration | Blood circulating T cell |02/15/2011 . Patient is eligible if all other 2/18/2011 |friendly
Blood Sabath's Lab B P
count eligibility criteria are met. report
Whole B for 197 - Dr. Dan Circulating T cell count = 6000, Printer-
155436 |50222 |1 Prestudy,/registration | Blood circulating T cell |02/15/2011 . atient is eligible if all other 0z2/18/2011 |friendly
Blood Sabath's Lab il P
count eltgbility criteria are met. report
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Administration

In the View and Update Contacts link, you can add new contacts to your personal list or edit information on existing
contacts.

In STEP 1 of 2, either choose to add a new contact, or select an existing contact from the drop-down list to edit.

STEP 1 of 2: Create new Contact or Select Contact for Viewing and/or Updating.

Contact: | Create New Contact |

[ MNext Step ] [Cancel]

In STEP 2 of 2, add your new contact, or update the information showing. As a convenience, you may enter information
into any field and hit the Browse button to browse the SWOG Roster for members of SWOG.

STEP 2 of 2: Enter and for Modify Contact Information below.

Fields with an asterisk (*) are required. If the contad is in the SWOG Roster, you have the option of entering partial information (such as first or last name) and
didcing the "Browse" button belowto find and seled that person's information. Once seleded, didc the "Add" button to add that person to your contact list.

Id Number: |:|

First: *# Middle: Last: * Family Title: Professional Title:
Name: ™ [ I I [ ] 1]
Address: | |
| |
| |
| |
City: |

State /Province: l:l Zip fPostal Code: l:l

comey: [

Area: * Prefix: * Suffix: * Ext:

phone:* [ | [ | | | |

Fac | ] [ ] | | |

Email: |

Adtive: @ ves ONo

Seled No to remove this contact from the Pathology, Billing/Payment and Shipping Contact drop-down boxes in Step 3 of Logging 8 Spedgmen.
The contact s name will remain in the drop-down box in this Administrative sedion, in case you nesd to make an inadive contad active again.

Browse | | Cancel

In the Update Email Notification link, you may list email addresses who will receive notification when a lab receives your
shipment. Make sure to check the checkbox that precedes the email address, to indicate that that person is to receive the
notification.
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This page is used to maintain email addresses that receive automatic notices of the shipment and receipt of specimens.

The Specimen Tracking System sends automatic email notices on the following occasion:

® When a lab or repository logs in receipt of 3 shipmer!t, automatic email notices are sent to the institution from which it was shipped. Institutions should use this page to maintain

the list of email addresses that will receive these notices,

In the boxes below you can enter up to five email addresses that will receive the automatic email notices described above.

A checkmark in the box to the left of an email address indicates that it is "enabled”, i.e., will receive the automatic email notices. You can temporarily disable the automatic

notification by clicking on the box to make the checkmark disappear.

Enter and/or Modify Email Addresses below for Email Notification.
Note: Check/Uncheck for bling or disabling receipt of il

Email Address 1:

Email Address 2:

Email Address 3:

Email Address 4:

Oooooag

Email Address 5:

Contact Us

By clicking on ‘Contact Us’ you will receive a list of helpful links to send your questions and/or comments to.

Please do NOT include Patient names or any type of password in your question/comment as e-mail is not a secure form

of correspondence.

Questions or problems?

If you have a technical problem or perhaps wish to share some input regarding this system, contact us at

TechnicalQuestion@crab.org.

For questions specific to logging or submitting a specimen using the Specimen Tracking System, contact your Data

Coordinator via the applicable distribution list (below).

MyelomaQuestion@crab.org
RareTumors@crab.org
SWOGcomboMATCHquestion@crab.org
SWOGIMATCHquestion@crab.org

SWOGmyeloMATCHquestion@crab.org

BreastQuestion@crab.org LeukemiaQuestion@crab.org
CancerControlQuestion@crab.org LungQuestion@crab.org
Glquestion@crab.org LungMAPquestion@crab.org
GUquestion@crab.org LymphomaQuestion@crab.org
GYNquestion@crab.org MelanomaQuestion@crab.org
11/3/2025
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